Coding sequence cloned from Bora-Bora strain cDNA was compared with the cDNA sequence extracted from VectorBase (AaegL1.2 geneset, Liverpool strain). Differences are shaded. HPLC chromatograms (off-set) showing the time course of PBAlc metabolism by AgCPR-CYP6Z2 membranes. The lowest off-set corresponds to the negative control ( − NADPH) followed by reactions in the presence of NADPH stopped after 10 and 60 min. PBAlc, PBAld, PBA and metabolite peaks are indicated.
Figure S1 Alignment of cloned CYP6Z8 cDNA compared with the genome sequence
Coding sequence cloned from Bora-Bora strain cDNA was compared with the cDNA sequence extracted from VectorBase (AaegL1.2 geneset, Liverpool strain). Differences are shaded. Third-stage larvae were exposed for 24 h to three increasing doses of each compound. Transcription levels were measured by qPCR on pools of larvae from three independent replicates and expressed as means + − S.E.M. relative to controls (unexposed larvae). The significance of transcription ratios relative to controls were assessed by a Mann-Whitney test (n = 3). *P < 0.05. 
